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SEQUENCE LISTING 
<110> Bayer AG, BHC 

<120> New a.cylglycerol acyXtransf erase-like protein MSAT-X2 and uses 
thereof 

<130> Le A 36 895 
<160> '5 

<170> Patentln version 3.1 

<210> 1 

<211> 1014 

<212> DNA' 

<213> Homo sapiens 



<400> 1 

atggctttct tctcccgact gaatctccag gagggcctcc aaaccttctt tgttttgcaa 
tggatcccag tctatatatt tttaggagct attcccattc tccttatacc ctactttctg 
ttattcagta agttctggcc cttggctgtg ctctccttag cctggctcac ctatgattgg 
aacacccaca gtcaaggtgg caggcgttca gcttgggtac gaaactggac cctatggaag 
tatttccgaa attacttccc agtaaagctg gtgaagactc atgatctttc tcccaaacac 
aactacatca ttgccaatca cccccatggc attctctctt ttggtgtctt catcaacttt 
gccactgagg ccactggcat tgctcggatt ttcccatcca tcactccctt tgtagggacc 
ttagaaagga tattttggat cccaattgtg cgagaatatg tgatgtcaat gggtgtgtgc 
cctgtgagta gctcagcctt gaagtacttg ctgacccaga aaggctcagg caatgccgtg 
gttattgtgg tgggtggagc tgctgaagct ctcttgtgcc gaccaggagc ctccactctc 
ttcctcaagc agcgtaaagg ttttgtgaag atggcactgc aaacaggggc ataccttgtc 
ccttcatatt cctttggtga gaacgaagtt ttcaatcagg agaccttccc tgagggcacg 
tggttaaggt tgttccaaaa aaccttccag gacacattca aaaaaatcct gggactaaat 
ttctgtacct tccatggccg gggcttcact cgcggatcct ggggcttcct gcctttcaat 
cggcccatta ccactgttgt tggggaaccc cttccaattc ccaggattaa gaggccaaac 
cagaagacag tagacaagta tcacgcactc tacatcagtg ccctgcgcaa gctctttgac 
caacacaaag ttgaatatgg cctccctgag acccaagagc tgacaattac ataa 

<210> 2 

<211> 337 

<212> PRT 

<213> Homo sapiens 



60 

120 

180 

240 

300 , 

360 

420 

480 
540 
600 
660 
720 
780 
840 
900 
960 

1014 



<400> 2 
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Met Ala Phe Phe Ser Arg Leu Asn Leu Gin Glu Gly Leu Gin Thr Phe 
1 • 5 10 IS 

Phe Val Leu Gin Trp lie Pro Val Tyr lie Phe Leu Gly Ala lie Pro 
20 25 30 



He Leu Leu He Pro Tyr 



Phe Leu Leu Phe Ser Lys Phe Trp Pro Leu 



35 40 45 

Ala Val Leu Ser Leu Ala Trp Leu Thr Tyr Asp Trp Asn Thr His Ser 

.50 55 60 

Gin Gly Gly Arg Arg Ser Ala Trp Val Arg Asn Trp Thr Leu Trp Lys 
65 70 75 80 

Tyr Phe Arg Asn Tyr Phe Pro Val Lys Leu Val Lys Thr His Asp Leu 

85 9° ' 95 

Ser Pro Lys His Asn Tyr He He Ala Asn His Pro His Gly He Leu 

100 105 HO 

Ser Phe Gly Val Phe He Asn Phe Ala Thr Glu Ala Thr Gly He Ala 

115 120 12S 

Arg He Phe Pro Ser He Thr Pro Phe Val Gly Thr Leu Glu Arg He 

130 I 35 140 

Phe Trp He Pro He Val Arg Glu Tyr Val Met Ser Met Gly Val Cys . 
145 • 150 155 160. 

Pro Val Ser Ser Ser Ala Leu Lys Tyr Leu Leu Thr Gin Lys Gly Ser 

165 170 ' 175 

Gly Asn Ala Val Val He Val Val Gly Gly Ala Ala Glu Ala Leu Leu 

180 "5 190 

Cys Arg Pro. Gly Ala Ser Thr Leu Phe Leu Lys Gin Arg Lys Gly Phe 

195 200 205 

Val Lys Met Ala Leu Gin Thr Gly Ala Tyr Leu Val Pro Ser Tyr Ser 

210 215 220 

Phe Gly Glu Asn Glu Val Phe Asn Gin Glu Thr Phe Pro Glu Gly Thr 
225 230 235 240 

Trp Leu Arg Leu Phe Gin Lys Thr Phe Gin Asp Thr Phe Lys Lys He 

245 25.0 255 

Leu Gly Leu Asn Phe Cys Thr Phe His Gly Arg Gly Phe Thr Arg Gly 

260 265 270 

Ser Trp Gly Phe Leu Pro Phe Asn Arg Pro He Thr Thr Val Val Gly 

275 280 285 

Glu Pro Leu Pro He Pro Arg He Lys Arg Pro Asn Gin Lys Thr Val 

290 295 300 

Asp Lys Tyr His Ala Leu Tyr He Ser Ala Leu Arg Lys Leu Phe Asp 
305 310 315 320 

Gin His Lys Val Glu Tyr Gly Leu Pro Glu Thr Gin Glu Leu Thr He 



325 330 335 



Thr 
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<210> 



3 



<211> 



22 



<212> 



DNA 



<213> 



artificial sequence 



<220> 

<223> forward primer 

<400> 3 

cttcctcaag cagcgtaaag gt 

<210> 4 

<211> 25 

<212> DNA 

<213> artificial sequence 
<220> 

<223> reverse primer 

<400> 4 

aggaatatga agggacaagg tatgc 

<210> 5 

<211> 24 

<212> DNA 

<213> artificial sequence 
<220> 

<223> prbbe 



<400> 5 

ttgtgaagat ggcactgcaa acag 



24 



